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hybridization, 914 

karyotype, 914 

mitochondrial DNA, 914 

nuclear DNA, 914 
cryptic species, 367, 747, 925 

Binodoxys communis, 925 

Binodoxys koreanus, 925 

Gryllus, 367 

introduced species, 367 

mating signal, 747 
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parasitoids, 925 
sister species, 367 
song species, 747 
soybean aphid, 925 
substrate vibration, 747 
systematics, 747 
cucurbit domestication, 
ethnobiology, 60 
geometric morphometrics, 60 
range expansion, 60 
squash bee, 60 
cuticular hydrocarbon, 
Cerambycidae, 317 
contact pheromone, 317 
mating behavior, 317 
Monochamus galloprovincialis, 
317 
cycad, 
conservation, 1126 
cytochrome oxidase I, 1126 
elongation factor la genes, 
1126 
endangered species, 1126 
cytochrome oxidase I, 
conservation, 1126 
cycad, 1126 
elongation factor la genes, 
1126 
endangered species, 1126 


D 
Daohugou, 
China, 964 
Jurassic, 964 
Kalligrammatidae, 964 
Neuroptera, 964 
degree-days, 
developmental threshold, 249 
glassy-winged sharpshooter, 
249 
host plants, 249 
demographic parameters, 
development, 437 
Dichochrysa prasina, 437 
Myzus persicae, 437 
prey availability, 437 
demography, 
Brevicoryne brassicae, 450 
jackknife, 450 
life table, 450 
oilseed rape, 450 
Dendroctonus pseudotsugae, 
mitochondrial DNA, 982 
Pseudotsuga, 982 
subspecies, 982 
descriptions, 
Corimelaena incognita, 1068 
laboratory rearing, 1068 
life history, 1068 
Thyreocoridae, 1068 
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development, 437, 467, 638, 642, 
1091 
Auchenorrhyncha, 642 
caste, 1091 
color changes, 638 
demographic parameters, 437 
Dichochrysa prasina, 437 
growth rate, 467 
hatching size, 467 
interpopulation variation, 467 
life cycle, 642 
Macrotermes carbonarius, 1091 
Macrotermes gilvus, 1091 
Myzus persicae, 437 
Oebalus pugnax, 638 
prey availability, 437 
reproduction, 642 
rice stink bug eggs, 638 
sexual dimorphism, 1091 
south Florida, 467 
temperature, 638 
Xylella fastidiosa, 642 
developmental threshold, 
degree-days, 249 
glassy-winged sharpshooter, 
249 
host plants, 249 
developmental time, 
citrus, 835 
Pezothrips kellyanus, 835 
temperature thresholds, 835 
thermal requirements, 835 
Diabrotica virgifera virgifera, 
mate choice, 326 
mating behavior, 326 
reproductive behavior, 326 
Diadegma semiclausum, 
Ichneumonidae, 532 
immature stages, 532 
Plutella xylostella, 532 
preimaginal development, 532 
Diaprepes abbreviatus, 
biological control, 112 
egg parasitoid, 112 
Pachnaeus litus, 112 
Dichochrysa prasina, 
demographic parameters, 437 
development, 437 
Myzus persicae, 437 
prey availability, 437 
diet, 
activity schedule, 1151 
ant behavior, 1151 
ground-dwelling ants, 1151 
dihydropyrazine, 
2,5-dimethylpyrazine, 560 
trimethylpyrazine, 560 
2,5-dimethylpyrazine, 
dihydropyrazine, 560 
trimethylpyrazine, 560 


Diomus terminatus, 
biological control, 96 
life cycle, 96 
Melanaphis sacchari, 96 
morphology, 96 
Diptera, 396, 567 
Empididae, 396 
Israel, 396 
Neobellieria, 567 
new species, 396 
Rhamphomyia, 396 
Sarcophaga, 567 
systematics, 567 
Tolucamyjia, 567 
discriminant functions, 
DNA barcodes, 970 
Mindarus abietinus, 970 
diving beetles, 
Aubehydrini, 797 
chaetotaxy, 797 
Dytiscidae, 797 
phylogeny, 797 
DN. barcodes, 347, 970 
discriminant functions, 970 
Mindarus abietinus, 970 
mitochondrial DNA, 347 
Phlebotominae, 347 
Phlebotomus chabaudi, 347 
Phlebotomus riouxi, 347 
DNA sequence, 
intraspecific variation, 868 
Missouri, 868 
Reticulitermes, 868 
subterranean termites, 868 
dominance hierarchy, 
aggression, 201 
coexistence, 201 
competitor avoidance, 201 
interference competition, 201 
drawing, 
Cicadomorpha, 739 
Machaerotinae, 739 
new species, 739 
taxonomy, 739 
Drosophilidae, 
Annonaceae, 492 
Costa Rica, 492 
florivory, 492 
saproflorivory, 492 
dung beetle, 
COI, 826 
flightless, 826 
molecular phylogeny, 826 
dust/ frass, 
ectoparasitoid, 166 
host searching, 166 
semiochemicals, 166 
Dytiscidae, 
Aubehydrini, 797 
chaetotaxy, 797 
diving beetles, 797 
phylogeny, 797 
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E 
early embryonic mortality, 
compensatory growth, 881 
embryogenesis, 881 
maternal effects, 881 
queen age, 881 
ecology, 
Ani. buprestoides, 210 
color forms, 210 
host plants, 210 
intraspecific variation, 210 
ectoparasitoid, 
dust/frass, 166 
host searching, 166 
semiochemicals, 166 
Egeria densa, 
Ephydridae, 603 
Eucoilinae, 603 
Hydrellia, 603 
Hydrelliaeucoila egeria, 603 


age, 
biological control, 241 
egg parasitoids, 241 
egg structure, 241 
leafhoppers, 241 
egg incubation, 
adult body weights, 445 
egg production, 445 
Opuntia ficus-indica, 445 
egg parasitoid, 39, 112, 241, 1145 
biocontrol, 39 
biological control, 112, 241 
Diaprepes abbreviatus, 112 
egg age, 241 
egg structure, 241 
Halyomorpha halys, 39 
infochemicals, 1145 
leafhoppers, 241 
new species, 39 
Pachnaeus litus, 112 
Prays oleae, 1145 
Trissolcus halyomorphae, 39 
Y-tube olfactometer, 1145 
egg production, 70, 445 
adult body weights, 445 
Bactrocera (Dacus) oleae, 70 
egg incubation, 445 
longevity, 70 
Opuntia ficus-indica, 445 
ovarian maturation, 70 
relative humidity, 70 
egg structure, 
biological control, 241 
egg age, 241 
egg parasitoids, 241 
leafhoppers, 241 
electrical penetration graph, 
Homalodisca spp., 847 
Pierce’s disease, 847 
probing, 847 
stylet penetration, 847 
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electron microscopy, 
antennal morphology, 523 
citrus greening, 523 
huanglongbing, 523 
elevation, 
biogeography, 261 
Grand Canyon, 261 
Odonata, 261 
species richness, 261 
elongation factor la genes, 
conservation, 1126 
cycad, 1126 
cytochrome oxidase I, 1126 
endangered species, 1126 
embryogenesis, 
compensatory growth, 881 
early embryonic mortality, 881 
maternal effects, 881 
queen age, 881 
Empididae, 
Diptera, 396 
Israel, 396 
new species, 396 
Rhamphomyia, 396 
Encarsia, 
horizontal transfer, 1050 
parthenogenesis, 1050 
secondary endosymbiont, 1050 
endangered species, 
conservation, 1126 
cycad, 1126 
cytochrome oxidase I, 1126 
elongation factor la genes, 
1126 
Ephedrus persicae, 
biotypes, 1 
geometric morphometrics, | 
variability, 1 
Ephoron leukon, 
abdominal gills, 128 
mandibular tusks, 128 
mayfly ontogeny, 128 
nymphal development, 128 
Ephydridae, 
Egeria densa, 603 
Eucoilinae, 603 
Hydrellia, 603 
Hydrelliaeucoila egeria, 603 
Eriophyidae, 
Acaralox, 12 
Acari, 12 
Aculodes, 12 
Poaceae, 12 
Estrogen receptor-related 
receptor (ERR), 
molecular cloning, 295 
Polyrhachis vicina, 295 
5’-/3'-rapid amplification of 
cDNA ends (RACE), 
295 
real-time quantitative 
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polymerase chain 
reaction (PCR), 295 
ethnobiology, 
cucurbit domestication, 60 
geometric morphometrics, 60 
range expansion, 60 
squash bee, 60 
Eucoilinae, 
Egeria densa, 603 
Ephydridae, 603 
Hydrellia, 603 
Hydrelliaeucoila egeria, 603 
Euplectitae, 
Pselaphinae, 406 
rove beetles, 406 
short-winged mold beetles, 
406 
Staphylinidae, 406 
excavating behavior, 
Coptotermes formosanus, 333 
mouthparts, 333 
tunnel architecture, 333 
excavation, 
idiothetic, 158 
path integration, 158 
stigmergy, 158 
tunnel, 158 
experimental evolution, 
adaptation, 181 
artificial selection, 181 
host shift, 181 
oviposition, 181 
extended development, 
aestivation, 456 
galling aphid, 456 
life history evolution, 456 
Pinaceae, 456 


F 
fecundity, 413, 476 
Asian citrus psyllid, 476 
body color, 476 
fitness, 413 
longevity, 413 
pigment, 476 
reproductive output, 476 
secondary symbionts, 413 
survival, 413 
fertility, 
codling moth, 233 
life table parameters, 233 
reproduction, 233 
Weibull distribution, 233 
filter chamber, 
alimentary canal, 650 
huanglongbing, 650 
Liberibacter, 650 
Psyllidae, 650 
fine motor skills, 
functional morphology, 713 
grasping, 713 
handedness, 713 
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fire ant, 
parasitoid, 937 
phorid, 937 
Pseudacteon, 937 
Solenopsis, 937 
fitness, 
fecundity, 413 
longevity, 413 
secondary symbionts, 413 
survival, 413 
flea beetle, 
Altica litigata, 386 
herbivore, 386 
internal transcribed spacer, 
386 
mitochondrial DNA, 386 
flight behavior, 
competitive displacement, 426 
Scolytidae, 426 
Scolytus multistriatus, 426 
Scolytus schevyrewi, 426 
flight performance, 
food supply, 727 
heat stress, 727 
olive fruit fly, 727 
flightless, 
COIL, 826 
dung beetle, 826 
molecular phylogeny, 826 
flooding, 
Cicindela, 462 
hypoxia, 462 
immersion, 462 
tiger beetles, 462 
florivory, 
Annonaceae, 492 
Costa Rica, 492 
Drosophilidae, 492 
saproflorivory, 492 
food supply, 
flight performance, 727 
heat stress, 727 
olive fruit fly, 727 
Forelius, 
behavior, 702 
Monomorium, 702 
Pheidole, 702 
Tetramorium, 702 
Formosan subterranean termite, 
individual workload, 906 
tunnel excavation, 906 
fruit flies, 310, 819 
Anastrepha serpentina, 310 
antennal morphology, 310 
mango, 819 
olfaction, 310 
protein, 819 
pupae per fruit, 819 
S. venulosa, 819 
sensilla, 310 
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functional morphology, 
fine motor skills, 713 
grasping, 713 
handedness, 713 


galling aphid, 
aestivation, 456 
extended development, 456 
life history evolution, 456 
Pinaceae, 456 
genetic diversity, 539, 666 
Adelges tsugae, 539 
allozymes, 539 
Apis mellifera, 666 
commercial populations, 666 
microsatellites, 666 
mitochondrial DNA, 666 
parthenogenic, 539 
genetic variation, 
amplified fragment length 
polymorphism, 151 
Bt resistance, 151 
population structure, 151 
Trichoplusia ni, 151 
geometric morphometrics, 1, 60, 
1013 
apple maggot, 1013 
biotypes, | 
canonical variates analysis, 
1013 
cucurbit domestication, 60 
Ephedrus persicae, | 
ethnobiology, 60 
ovipositor length, 1013 
range expansion, 60 
squash bee, 60 
variability, 1 
gland plasticity, 
behavior, 137 
life stages, 137 
propolis, 137 
stingless bees, 137 
glassy-winged sharpshooter, 
degree-days, 249 
developmental threshold, 249 
host plants, 249 
gonadal development, 
Nezara viridula, 303 
ovaries, 303 
reproductive systems, 303 
testes, 303 
Grand Canyon, 
biogeography, 261 
elevation, 261 
Odonata, 261 
species richness, 261 
grasping, 
fine motor skills, 713 
functional morphology, 713 
handedness, 713 


ground-dwelling ants, 
activity schedule, 1151 
ant behavior, 1151 
diet, 1151 

growth rate, 
development, 467 
hatching size, 467 
interpopulation variation, 467 
south Florida, 467 

Gryllus, 
cryptic species, 367 
introduced species, 367 
sister species, 367 

gustation, 
gypsy moth, 1116 
sensillum, 1116 
styloconic, 1116 
ultrastructure, 1116 

gut symbionts, 
Coptotermes, 498 
insect gut, 498 
Isoptera, 498 
Rhinotermitidae, 498 

gypsy moth, 
gustation, 1116 
sensillum, 1116 
styloconic, 1116 
ultrastructure, 1116 


H 
Halyomorpha halys, 39, 608 
biocontrol, 39 
egg parasitoid, 39 
host plant, 608 
new species, 39 
population biology, 608 
seasonal dynamics, 608 
Trissolcus halyomorphae, 39 
handedness, 
fine motor skills, 713 
functional morphology, 713 
grasping, 713 
Harmonia axyridis, 
Coccinella septempunctata, 419 
Coleomegilla maculata, 419 
interspecific interactions, 419 
introduced species, 419 
hatching size, 
development, 467 
growth rate, 467 
interpopulation variation, 467 
south Florida, 467 
heat stress, 
flight performance, 727 
food supply, 727 
olive fruit fly, 727 
heliconiines, 
Laparus, 1105 
nutritional ecology, 1105 
sugar assay, 1105 
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Helicoverpa armigera, 
body color, 76 
host plant, 76 
larval diet, 76 
polymorphism, 76 
Helota, 
Helotidae, 48 
taxonomic revision, 48 
thibetana species group, 48 
Helotidae, 48, 785 
Helota, 48 
Metahelotella, 785 
new species, 785 
taxonomic revision, 48, 785 
thibetana species group, 48 
herbivore, 
Altica litigata, 386 
flea beetle, 386 
internal transcribed spacer, 
386 
mitochondrial DNA, 386 
Homalodisca spp., 
electrical penetration graph, 
847 
Pierce’s disease, 847 
probing, 847 
stylet penetration, 847 
Honduras, 
mesophilous forest, 959 
México, 959 
Pseudomenotelus, 959 
Pseudomenus, 959 
horizontal transfer, 
Encarsia, 1050 
parthenogenesis, 1050 
secondary endosymbiont, 1050 
host behavior, 
immature development, 288 
longevity, 288 
morphology, 288 
weight, 288 
host plant, 76, 210, 249, 608 
Anisomorpha buprestoides, 210 
body color, 76 
color forms, 210 
degree-days, 249 
developmental threshold, 249 
ecology, 210 
glassy-winged sharpshooter, 
249 
Halyomorpha halys, 608 
Helicoverpa armigera, 76 
intraspecific variation, 210 
larval diet, 76 
polymorphism, 76 
population biology, 608 
seasonal dynamics, 608 
host searching, 
dust/frass, 166 
ectoparasitoid, 166 
semiochemicals, 166 
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host shift, 

adaptation, 181 

artificial selection, 181 

experimental evolution, 181 

oviposition, 181 
huanglongbing, 523, 547, 650 

acoustic communication, 547 

alimentary canal, 650 

antennal morphology, 523 

Asian citrus psyllid, 547 

citrus greening, 523 

citrus greening disease, 547 

electron microscopy, 523 

filter chamber, 650 

Liberibacter, 650 

Psyllidae, 650 
hybridization, 

cryptic, 914 

karyotype, 914 

mitochondrial DNA, 914 

nuclear DNA, 914 
Hydrellia, 

Egeria densa, 603 

Ephydridae, 603 

Eucoilinae, 603 

Hydrelliaeucoila egeria, 603 
Hydrelliaeucoila egeria, 

Egeria densa, 603 

Ephydridae, 603 

Eucoilinae, 603 

Hydrellia, 603 
hydrolysable tannins, 

Choristoneura fumiferana, 717 

condensed tannins, 717 

insect herbivore, 717 

spruce budworm, 717 
hypoxia, 

Cicindela, 462 

flooding, 462 

immersion, 462 

tiger beetles, 462 


I 

Ichneumonidae, 

Diadegma semiclausum, 532 

immature stages, 532 

Plutella xylostella, 532 

preimaginal development, 532 
idiobiont, 

competition, 172 

occupation, 172 

ovipositional resource, 172 
idiothetic, 

excavation, 158 

path integration, 158 

stigmergy, 158 

tunnel, 158 
immature development, 

host behavior, 288 

longevity, 288 

morphology, 288 

weight, 288 
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immature stages, 

Diadegma semiclausum, 532 

Ichneumonidae, 532 

Plutella xylostella, 532 

preimaginal development, 532 
immersion, 

Cicindela, 462 

flooding, 462 

hypoxia, 462 

tiger beetles, 462 
Incisitermes, 

soldier, 759 

Taiwan, 759 

taxonomy, 759 

winged imago, 759 
individual distance, 

Coptotermes formosanus, 1158 

individual volume, 1158 

Reticulitermes flavipes, 1158 

self-organized behavior, 1158 
individual volume, 

Coptotermes formosanus, 1158 

individual distance, 1158 

Reticulitermes flavipes, 1158 

self-organized behavior, 1158 
individual workload, 

Formosan subterranean 

termite, 906 

tunnel excavation, 906 
infochemicals, 

egg parasitoids, 1145 

Prays oleae, 1145 

Y-tube olfactometer, 1145 
insect gut, 

Coptotermes, 498 

gut symbionts, 498 

Isoptera, 498 

Rhinotermitidae, 498 
insect herbivore, 

Choristoneura fumiferana, 717 

condensed tannins, 717 

hydrolysable tannins, 717 

spruce budworm, 717 
interference competition, 

aggression, 201 

coexistence, 201 

competitor avoidance, 201 

dominance hierarchy, 201 
internal transcribed spacer, 

Altica litigata, 386 

flea beetle, 386 

herbivore, 386 

mitochondrial DNA, 386 
interpopulation variation, 

development, 467 

growth rate, 467 

hatching size, 467 

south Florida, 467 
interspecific interactions, 

Coccinella septempunctata, 419 

Coleomegilla maculata, 419 

Harmonia axyridis, 419 
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introduced species, 419 
intraspecific variation, 210, 868 
Anisomorpha buprestoides, 210 
color forms, 210 
DNA sequence, 868 
ecology, 210 
host plants, 210 
Missouri, 868 
Reticulitermes, 868 
subterranean termites, 868 
introduced species, 367, 419 
Coccinella septempunctata, 419 
Coleomegilla maculata, 419 
cryptic species, 367 
Gryllus, 367 
Harmonia axyridis, 419 
interspecific interactions, 419 
sister species, 367 
invasive species, 144, 1135 
Aedes albopictus, 144, 1135 
life history, 1135 
mitochondrial DNA gene, 144 
nicotinamide adenine 
dinucleotide 
dehydrogenase subunit 
5, 144 
population genetics, 144 
population structure, 1135 
Isoptera, 
Coptotermes, 498 
gut symbionts, 498 
insect gut, 498 
Rhinotermitidae, 498 
Israel, 
Diptera, 396 
Empididae, 396 
new species, 396 
Rhamphomyia, 396 


jackknife, 
Brevicoryne brassicae, 450 
demography, 450 
life table, 450 
oilseed rape, 450 
Jiulongshan Formation, 20, 588 
biogeography, 20 
China, 588 
Middle Jurassic, 20, 588 
new genera, 588 
palaeoentomology, 20 
Pelecinidae, 20 
Xyelotomidae, 588 
Jurassic, 
China, 964 
Daohugou, 964 
Kalligrammatidae, 964 
Neuroptera, 964 


CuMULATIVE KEY Worp INDEX 


K 
Kalligrammatidae, 
China, 964 
Daohugou, 964 
Jurassic, 964 
Neuroptera, 964 
karyotype, 
cryptic, 914 
hybridization, 914 
mitochondrial DNA, 914 
nuclear DNA, 914 


L 
laboratory rearing, 
Corimelaena incognita, 1068 
descriptions, 1068 
life history, 1068 
Thyreocoridae, 1068 
Laparus, 
heliconiines, 1105 
nutritional ecology, 1105 
sugar assay, 1105 
larval diet, 
body color, 76 
Helicoverpa armigera, 76 
host plant, 76 
polymorphism, 76 
larval morphology, 
Capparaceae, 766 
Costa Rica, 766 
Pyraloidea, 766 
systematics, 766 
leafhoppers, 
biological control, 241 
egg age, 241 
egg parasitoids, 241 
egg structure, 241 
Liberibacter, 
alimentary canal, 650 
filter chamber, 650 
huanglongbing, 650 
Psyllidae, 650 
life cycle, 96, 104, 642 
adventive species, 104 
Auchenorrhyncha, 642 
biological control, 96 
development, 642 
Diomus terminatus, 96 
Melanaphis sacchari, 96 
morphology, 96 
Pipturus spp., 104 
purposely introduced species, 
104 
reproduction, 642 
Xylella fastidiosa, 642 
life history, 508, 1068, 1099, 1135 
Aedes albopictus, 1135 
Argopistes tsekooni, 508 
biological control, 508 
Corimelaena incognita, 1068 
descriptions, 1068 
invasive species, 1135 


laboratory rearing, 1068 
Ligustrum sinense, 508 
phasmids, 1099 
population structure, 1135 
regeneration, 1099 
stick insects, 1099 
Thyreocoridae, 1068 
trade-offs, 1099 

life history evolution, 
aestivation, 456 
extended development, 456 
galling aphid, 456 
Pinaceae, 456 

life stages, 
behavior, 137 
gland plasticity, 137 
propolis, 137 
stingless bees, 137 

life table, 
Brevicoryne brassicae, 450 
demography, 450 
jackknife, 450 
oilseed rape, 450 

life table parameters, 
codling moth, 233 
fertility, 233 
reproduction, 233 
Weibull distribution, 233 

Ligustrum sinense, 
Argopistes tsekooni, 508 
biological control, 508 
life history, 508 

longevity, 70, 288, 413 
Bactrocera (Dacus) oleae, 70 
egg production, 70 
fecundity, 413 
fitness, 413 
host behavior, 288 
immature development, 288 
morphology, 288 
ovarian maturation, 70 
relative humidity, 70 
secondary symbionts, 413 
survival, 413 
weight, 288 


M 
Machaerotinae, 
Cicadomorpha, 739 
drawing, 739 
new species, 739 
taxonomy, 739 
Macrotermes carbonarius, 
caste, 1091 
development, 1091 
Macrotermes gilvus, 1091 
sexual dimorphism, 1091 
Macrotermes gilvus, 
caste, 1091 
development, 1091 
Macrotermes carbonarius, 1091 
sexual dimorphism, 1091 


H 
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male feeding, 
polygyny, 629 
spermatophore color, 629 
spermatophore weight, 629 
tobacco budworm, 629 
mandibular tusks, 
abdominal gills, 128 
Ephoron leukon, 128 
mayfly ontogeny, 128 
nymphal development, 128 
mango, 
fruit flies, 819 
protein, 819 
pupae per fruit, 819 
S. venulosa, 819 
mantid, 
antipredator strategy, 517 
behavior, 517 
crypsis, 517 
wind, 517 
Mantidae, 
Masiphya, 842 
parasite, 842 
Stagmomantis, 842 
Tachinidae, 842 
Masiphya, 
Mantidae, 842 
parasite, 842 
Stagmomantis, 842 
Tachinidae, 842 
mass trapping, 
active galleries, 809 
olive yield, 809 
sticky UV-light-pheromone 
trap, 809 
Zeuzera pyrina, 809 
mate choice, 
Diabrotica virgifera virgifera, 
326 


mating behavior, 326 
reproductive behavior, 326 
maternal effects, 
compensatory growth, 881 
early embryonic mortality, 881 
embryogenesis, 881 
queen age, 881 
mating behavior, 317, 326 
Cerambycidae, 317 
contact pheromone, 317 
cuticular hydrocarbon, 317 
Diabrotica virgifera virgifera, 
326 


mate choice, 326 


reproductive behavior, 326 
mating signal, 

cryptic species, 747 

song species, 747 

substrate vibration, 747 

systematics, 747 
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mating system, 
copulation duration, 694 
Odonata, 694 
mayfly ontogeny, 
abdominal gills, 128 
leukon, 128 
mandibular tusks, 128 
nymphal development, 128 
Melanaphis sacchari, 
biological control, 96 
Diomus terminatus, 96 
life cycle, 96 
morphology, 96 
Meligethinae, 
Asteraceae, 998 
Nitidulidae, 998 
systematics, 998 
Tarchonantheae, 998 
memory, 
biological invasions, 1109 
cognition, 1109 
mesophilous forest, 


Helotidae, 785 

new species, 785 

taxonomic revision, 785 
México, 

Honduras, 959 

mesophilous forest, 959 

Pseudomenotelus, 959 

Pseudomenus, 959 
microsatellites, 666, 674, 895 

Anoplophora glabripennis, 895 

Apis mellifera, 666 

Asia, 895 

Asian longhorned beetle, 895 

commercial populations, 666 

genetic diversity, 666 

mitochondrial DNA, 666, 895 

population genetic structure, 

674 

Tetranychus cinnabarinus, 674 

Tetranychus urticae, 674 
Middle Jurassic, 20, 588 

biogeography, 20 

China, 588 


Jiulongshan Formation, 20, 588 


new genera, 588 
palaeoentomology, 20 
Pelecinidae, 20 
Xyelotomidae, 588 
midgut, 
starvation, 119 
ultrastructure, 119 
zoophytophagous, 119 
Mindarus abietinus, 
discriminant functions, 970 
DNA barcodes, 970 
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Missouri, 
DNA sequence, 868 
intraspecific variation, 868 
Reticulitermes, 868 
subterranean termites, 868 
mitochondrial COIL, 
12S rRNA, 684 
16S rRNA, 684 
biogeography, 684 
molecular phylogeny, 684 
mitochondrial DNA, 347, 381, 
386, 666, 895, 914, 982, 1077 
allozyme, 381 
Altica litigata, 386 
Anoplophora glabripennis, 895 
Apis mellifera, 666 
Asia, 895, 1077 
Asian longhorned beetle, 895 
commercial populations, 666 
Coptotermes, 1077 
cryptic, 914 
Dendroctonus pseudotsugae, 
982 
DNA barcoding, 347 
flea beetle, 386 
genetic diversity, 666 
herbivore, 386 
hybridization, 914 
internal transcribed spacer, 
386 
karyotype, 914 
microsatellites, 666, 895 
morphology, 381 
nuclear DNA, 914 
Phlebotominae, 347 
Phlebotomus chabaudi, 347 
Phlebotomus riouxi, 347 
phylogenetics, 1077 
phytophagous insect, 381 
Pseudotsuga, 982 
subspecies, 982 
subterranean termites, 1077 
systematics, 381 
mitochondrial DNA gene, 
Aedes albopictus, 144 
invasive species, 144 
nicotinamide adenine 
dinucleotide 
dehydrogenase subunit 
5, 144 
population genetics, 144 
molecular cloning, 
estrogen receptor-related 
receptor (ERR), 295 
Polyrhachis vicina, 295 
5’-/3'-rapid amplification of 
cDNA ends (RACE), 
295 
real-time quantitative 
polymerase chain 
reaction (PCR), 295 


Honduras, 959 
México, 959 
Pseudomenotelus, 959 
Pseudomenus, 959 
Metahelotella, 
317 
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molecular phylogeny, 684, 826 
12S rRNA, 684 
16S rRNA, 684 
biogeography, 684 
COI, 826 
dung beetle, 826 
flightless, 826 
mitochondrial COII, 684 
Monochamus galloprovincialis, 
Cerambycidae, 317 
contact pheromone, 317 
cuticular hydrocarbon, 317 
mating behavior, 317 
Monomorium, 
behavior, 702 
Forelius, 702 
Pheidole, 702 
Tetramorium, 702 
morphology, 96, 288, 381, 556 
allozyme, 381 
biological control, 96 
Diomus terminatus, 96 
host behavior, 288 
immature development, 288 
life cycle, 96 
longevity, 288 
Melanaphis sacchari, 96 
mitochondrial DNA, 381 
oviposition, 556 
phytophagous insect, 381 
stigma, 556 
style, 556 
systematics, 381 
weight, 288 
mouthparts, 
Coptotermes formosanus, 333 
excavating behavior, 333 
tunnel architecture, 333 
Muscidae, 
Callainireinwardtia woodi, 354 
Neotropical, 354 
new genus, 354 
Reinwardtiini, 354 
Myzus persicae, 
demographic parameters, 437 
development, 437 
Dichochrysa prasina, 437 
prey availability, 437 


N 
native bee conservation, 
pan trapping, 275 

Neobellieria, 
Diptera, 567 
Sarcophaga, 567 
systematics, 567 
Tolucamyia, 567 
Neotropical, 
Callainireinwardtia woodi, 354 
Muscidae, 354 
new genus, 354 
Reinwardtiini, 354 
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Neuroptera, 
China, 964 
Daohugou, 964 
Jurassic, 964 
Kalligrammatidae, 964 
new genera, 
China, 588 
Jiulongshan Formation, 588 
Middle Jurassic, 588 
Xyelotomidae, 588 
new genus, 
Callainireinwardtia woodi, 354 
Muscidae, 354 
Neotropical, 354 
Reinwardtiini, 354 
new species, 39, 396, 739, 785, 
1037 
biocontrol, 39 
cave, 1037 
Cicadomorpha, 739 
Collembola, 1037 
Diptera, 396 
drawing, 739 
egg parasitoid, 39 
Empididae, 396 
Halyomorpha halys, 39 
Helotidae, 785 
Israel, 396 
Machaerotinae, 739 
Metahelotella, 785 
Onychiurus, 1037 
Rhamphomyjia, 396 
taxonomic revision, 785 
taxonomy, 739 
Trissolcus halyomorphae, 39 
Nezara viridula, 
gonadal development, 303 
ovaries, 303 
reproductive systems, 303 
testes, 303 
nicotinamide adenine 
dinucleotide 
dehydrogenase subunit 5, 
Aedes albopictus, 144 
invasive species, 144 
mitochondrial DNA gene, 144 
population genetics, 144 
Nitidulidae, 
Asteraceae, 998 
Meligethinae, 998 
systematics, 998 
Tarchonantheae, 998 
nuclear DNA, 
cryptic, 914 
hybridization, 914 
karyotype, 914 
mitochondrial DNA, 914 
nutritional ecology, 
heliconiines, 1105 
Laparus, 1105 
sugar assay, 1105 


nymphal development, 
abdominal gills, 128 
Ephoron leukon, 128 
mandibular tusks, 128 
mayfly ontogeny, 128 


Oo 
occupation, 
competition, 172 
idiobiont, 172 
ovipositional resource, 172 
Odonata, 261, 694 
biogeography, 261 
copulation duration, 694 
elevation, 261 
Grand Canyon, 261 
mating system, 694 
species richness, 261 
Oebalus pugnax, 
color changes, 638 
development, 638 
rice stink bug eggs, 638 
temperature, 638 
oilseed rape, 
Brevicoryne brassicae, 450 
demography, 450 
jackknife, 450 
life table, 450 
okra-leaf, 
cotton, 196 
Creontiades signatus, 196 
oviposition, 196 
trichomes, 196 
olfaction, 
Anastrepha serpentina, 310 
antennal morphology, 310 
fruit flies, 310 
sensilla, 310 
olive fruit fly, 
flight performance, 727 
food supply, 727 
heat stress, 727 
olive yield, 
active galleries, 809 
mass trapping, 809 
sticky UV-light-pheromone 
trap, 809 
Zeuzera pyrina, 809 
Onychiurus, 
cave, 1037 
Collembola, 1037 
new species, 1037 
oocyte, 
alates, 889 
reproduction, 889 
sperm energy source, 889 
spermatheca, 889 
Opuntia ficus-indica, 
adult body weights, 445 
egg incubation, 445 
egg production, 445 
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Orthoptera, 
acridids, 339 
Caelifera, 339 
catantopids, 339 
pygmy grasshoppers, 339 
ovarian maturation, 
Bactrocera (Dacus) oleae, 70 
egg production, 70 
longevity, 70 
relative humidity, 70 
ovaries, 
gonadal development, 303 
Nezara viridula, 303 
reproductive systems, 303 
testes, 303 
oviposition, 181, 196, 556 
adaptation, 181 
artificial selection, 181 
cotton, 196 
Creontiades signatus, 196 
experimental evolution, 181 
host shift, 181 
morphology, 556 
okra-leaf, 196 
stigma, 556 
style, 556 
trichomes, 196 
ovipositional resource, 
competition, 172 
idiobiont, 172 
occupation, 172 


ovipositor length, 
apple maggot, 1013 
canonical variates analysis, 
1013 
geometric morphometrics, 
1013 


P 
Pachnaeus litus, 
biological control, 112 
Diaprepes abbreviatus, 112 
egg parasitoid, 112 
palaeoentomology, 
biogeography, 20 
Jiulongshan Formation, 20 
Middle Jurassic, 20 
Pelecinidae, 20 
pan trapping, 
native bee conservation, 275 
parasite, 
Mantidae, 842 
Masiphya, 842 
Stagmomantis, 842 
Tachinidae, 842 
parasitoid, 925, 937 
Binodoxys communis, 925 
Binodoxys koreanus, 925 
cryptic species, 925 
fire ant, 937 
phorid, 937 
Pseudacteon, 937 
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Solenopsis, 937 

soybean aphid, 925 
parthenogenesis, 

Encarsia, 1050 

horizontal transfer, 1050 


secondary endosymbiont, 1050 


parthenogenic, 
Adelges tsugae, 539 
allozymes, 539 
genetic diversity, 539 
path integration, 
excavation, 158 
idiothetic, 158 
stigmergy, 158 
tunnel, 158 
Pelecinidae, 
biogeography, 20 
Jiulongshan Formation, 20 
Middle Jurassic, 20 
palaeoentomology, 20 
Pezothrips kellyanus, 
citrus, 835 
developmental time, 835 


temperature thresholds, 835 


thermal requirements, 835 
phasmids, 

life history, 1099 

regeneration, 1099 

stick insects, 1099 

trade-offs, 1099 
Pheidole, 

behavior, 702 

Forelius, 702 

Monomorium, 702 

Tetramorium, 702 
Phlebotominae, 

DNA barcoding, 347 

mitochondrial DNA, 347 

Phlebotomus chabaudi, 347 

Phlebotomus riouxi, 347 
Phlebotomus chabaudi, 

DNA barcoding, 347 

mitochondrial DNA, 347 

Phlebotominae, 347 

Phlebotomus riouxi, 347 
Phlebotomus riouxi, 

DNA barcoding, 347 

mitochondrial DNA, 347 

Phlebotominae, 347 

Phlebotomus chabaudi, 347 
phorid, 

fire ant, 937 

parasitoid, 937 

Pseudacteon, 937 

Solenopsis, 937 
phylogenetics, 

Asia, 1077 

Coptotermes, 1077 

mitochondrial DNA, 1077 

subterranean termites, 1077 
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phylogeny, 
Aubehydrini, 797 
chaetotaxy, 797 
diving beetles, 797 
Dytiscidae, 797 
phytophagous insect, 
allozyme, 381 
mitochondrial DNA, 381 
morphology, 381 
systematics, 381 
Phytoseiidae, 
predacious mites, 617 
satsuma mandarin, 617 
Stigmaeidae, 617 
Typhlodromalus peregrinus, 
617 
Pierce’s disease, 
electrical penetration graph, 
847 
Homalodisca spp., 847 
probing, 847 
stylet penetration, 847 
pigment, 
Asian citrus psyllid, 476 
body color, 476 
fecundity, 476 
reproductive output, 476 
Pinaceae, 
aestivation, 456 
extended development, 456 
galling aphid, 456 
life history evolution, 456 
Pipturus spp., 
adventive species, 104 
life cycle, 104 
purposely introduced species, 
104 
Plutella xylostella, 
Diadegma semiclausum, 532 
Ichneumonidae, 532 
immature stages, 532 
preimaginal development, 532 
Poaceae, 
Acaralox, 12 
Acari, 12 
Aculodes, 12 
Eriophyidae, 12 
Podapolipidae, 
Acari, 1062 
Carabidae, 1062 
taxonomy, 1062 
polygyny, 
male feeding, 629 
spermatophore color, 629 
spermatophore weight, 629 
tobacco budworm, 629 
polymerase chain reaction- 
restriction fragment length 
polymorphism, 
Reticulitermes, 1029 
16S rRNA, 1029 
survey, 1029 
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termite, 1029 
polymorphism, 
body color, 76 
Helicoverpa armigera, 76 
host plant, 76 
larval diet, 76 
Polyrhachis vicina, 
estrogen receptor-related 
receptor (ERR), 295 
molecular cloning, 295 
5'-/3'-rapid amplification of 
cDNA ends (RACE), 
295 
real-time quantitative 
polymerase chain 
reaction (PCR), 295 
population biology, 
Halyomorpha halys, 608 
host plant, 608 
seasonal dynamics, 608 
population genetic structure, 
microsatellites, 674 
Tetranychus cinnabarinus, 674 
Tetranychus urticae, 674 
population genetics, 
Aedes albopictus, 144 
invasive species, 144 
mitochondrial DNA gene, 144 
nicotinamide adenine 
dinucleotide 
dehydrogenase subunit 
5, 144 
population structure, 151, 1135 
Aedes albopictus, 1135 
amplified fragment length 
polymorphism, 151 
Bt resistance, 151 
genetic variation, 151 
invasive species, 1135 
life history, 1135 
Trichoplusia ni, 151 
powdery mildew, 
biological control, 484 
Psyllobora vigintimaculata, 484 
Prays oleae, 
egg parasitoids, 1145 
infochemicals, 1145 
Y-tube olfactometer, 1145 
predacious mites, 
Phytoseiidae, 617 
satsuma mandarin, 617 
Stigmaeidae, 617 
Typhlodromalus peregrinus, 
617 
preimaginal development, 
Diadegma semiclausum, 532 
Ichneumonidae, 532 
immature stages, 532 
Plutella xylostella, 532 
prey availability, 
demographic parameters, 437 
development, 437 
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Myzus persicae, 437 
probing, 


electrical penetration graph, 


847 
Homalodisca spp., 847 
Pierce’s disease, 847 
stylet penetration, 847 
propolis, 
behavior, 137 
gland plasticity, 137 
life stages, 137 
stingless bees, 137 
protein, 
fruit flies, 819 
mango, 819 
pupae per fruit, 819 
S. venulosa, 819 
Pselaphinae, 
Euplectitae, 406 
rove beetles, 406 
short-winged mold beetles, 
406 
Staphylinidae, 406 
Pseudacteon, 
fire ant, 937 
parasitoid, 937 
phorid, 937 
Solenopsis, 937 
Pseudomenotelus, 
Honduras, 959 
mesophilous forest, 959 
México, 959 
Pseudomenus, 959 
Pseudomenus, 
Honduras, 959 
mesophilous forest, 959 
México, 959 
Pseudomenotelus, 959 
Pseudotsuga, 
Dendroctonus pseudotsugae, 
982 


mitochondrial DNA, 982 

subspecies, 982 
Psyllidae, 

alimentary canal, 650 

filter chamber, 650 

huanglongbing, 650 

Liberibacter, 650 
Psyllobora vigintimaculata, 

biological control, 484 

powdery mildew, 484 
pupae per fruit, 

fruit flies, 819 

mango, 819 

protein, 819 

S. venulosa, 819 
purposely introduced species, 

adventive species, 104 

life cycle, 104 

Pipturus spp., 104 


pygmy grasshoppers, 
acridids, 339 
Caelifera, 339 
catantopids, 339 
Orthoptera, 339 
Pyraloidea, 
Capparaceae, 766 
Costa Rica, 766 
larval morphology, 766 
systematics, 766 


Q 
queen age, 
compensatory growth, 881 
early embryonic mortality, 881 
embryogenesis, 881 
maternal effects, 881 


R 
range expansion, 
cucurbit domestication, 60 
ethnobiology, 60 
geometric morphometrics, 60 
squash bee, 60 
5’-/3'-rapid amplification of 
cDNA ends (RACE), 
estrogen receptor-related 
receptor (ERR), 295 
molecular cloning, 295 
Polyrhachis vicina, 295 
real-time quantitative 
polymerase chain 
reaction (PCR), 295 
real-time quantitative polymerase 
chain reaction (PCR), 
estrogen receptor-related 
receptor (ERR), 295 
molecular cloning, 295 
Polyrhachis vicina, 295 
5’-/3'-rapid amplification of 
cDNA ends (RACE), 
295 
regeneration, 
life history, 1099 
phasmids, 1099 
stick insects, 1099 
trade-offs, 1099 
Reinwardtiini, 
Callainireinwardtia woodi, 354 
Muscidae, 354 
Neotropical, 354 
new genus, 354 
relative humidity, 
Bactrocera (Dacus) oleae, 70 
egg production, 70 
longevity, 70 
ovarian maturation, 70 
reproduction, 85, 233, 642, 889 
alates, 889 
Auchenorrhyncha, 642 
codling moth, 233 
development, 642 
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fertility, 233 

life cycle, 642 

life table parameters, 233 

oocyte, 889 

sperm energy source, 889 

spermatheca, 889 

sterile insect technique, 85 

symbiosis, 85 

Weibull distribution, 233 

Xylella fastidiosa, 642 
reproductive behavior, 

Diabrotica virgifera virgifera, 

326 


mate choice, 326 
mating behavior, 326 
reproductive isolation, 
biodiversity, 360 
social spider mites, 360 
Tetranychidae, 360 
reproductive output, 
Asian citrus psyllid, 476 
body color, 476 
fecundity, 476 
pigment, 476 
reproductive systems, 
gonadal development, 303 
Nezara viridula, 303 
ovaries, 303 
testes, 303 
Reticulitermes, 868, 1029 
DNA sequence, 868 


intraspecific variation, 868 

Missouri, 868 

polymerase chain reaction- 
restriction fragment 
length polymorphism, 
1029 


16S rRNA, 1029 
subterranean termites, 868 
survey, 1029 
termite, 1029 
Reticulitermes flavipes, 
Coptotermes formosanus, 1158 
individual distance, 1158 
individual volume, 1158 
self-organized behavior, 1158 
Rhamphomyia, 
Diptera, 396 
Empididae, 396 
Israel, 396 
new species, 396 
Rhinotermitidae, 
Coptotermes, 498 
gut symbionts, 498 
insect gut, 498 
Isoptera, 498 
rice stink bug eggs, 
color changes, 638 
development, 638 
Oebalus pugnax, 638 
temperature, 638 
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rove beetles, 189, 406 
12s, 189 
16s, 189 
Aleocharinae, 189 
Euplectitae, 406 
Pselaphinae, 406 
short-winged mold beetles, 

406 


Staphylinidae, 189, 406 


12s, 
16s, 189 
Aleocharinae, 189 
rove beetles, 189 
Staphylinidae, 189 
12S rRNA, 
16S rRNA, 684 
biogeography, 684 
mitochondrial COII, 684 
molecular phylogeny, 684 
16s, 
12s, 189 
Aleocharinae, 189 
rove beetles, 189 
Staphylinidae, 189 
16S rRNA, 684, 1029 
12S rRNA, 684 
biogeography, 684 
mitochondrial COII, 684 
molecular phylogeny, 684 
polymerase chain reaction- 
restriction fragment 
length polymorphism, 
1029 


Reticulitermes, 1029 
survey, 1029 
termite, 1029 
S. venulosa, 
fruit flies, 819 
mango, 819 
protein, 819 
pupae per fruit, 819 
saproflorivory, 
Annonaceae, 492 
Costa Rica, 492 
Drosophilidae, 492 
florivory, 492 
Sarcophaga, 
Diptera, 567 
Neobellieria, 567 
systematics, 567 
Tolucamyia, 567 
satsuma mandarin, 
Phytoseiidae, 617 
predacious mites, 617 
Stigmaeidae, 617 
Typhlodromalus peregrinus, 
617 
Scolytidae, 
competitive displacement, 426 
flight behavior, 426 
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Scolytus multistriatus, 426 
Scolytus schevyrewi, 426 
Scolytinae, 
Scolytus abietis, 597 
Scolytus opacus, 597 
synonymy, 597 
Scolytus abietis, 
Scolytinae, 597 
Scolytus opacus, 597 
synonymy, 597 
Scolytus multistriatus, 
competitive displacement, 426 
flight behavior, 426 
Scolytidae, 426 
Scolytus schevyrewi, 426 
Scolytus opacus, 
Scolytinae, 597 
Scolytus abietis, 597 
synonymy, 597 
Scolytus schevyrewi, 
competitive displacement, 426 
flight behavior, 426 
Scolytidae, 426 
Scolytus multistriatus, 426 
seasonal dynamics, 
Halyomorpha halys, 608 
host plant, 608 
population biology, 608 
secondary endosymbiont, 
Encarsia, 1050 
horizontal transfer, 1050 
parthenogenesis, 1050 
secondary symbionts, 
fecundity, 413 
fitness, 413 
longevity, 413 
survival, 413 
self-organized behavior, 
Coptotermes formosanus, 1158 
individual distance, 1158 
individual volume, 1158 
Reticulitermes flavipes, 1158 
semiochemicals, 
dust/frass, 166 
ectoparasitoid, 166 
host searching, 166 
sensilla, 
Anastrepha serpentina, 310 
antennal morphology, 310 
fruit flies, 310 
olfaction, 310 
sensillum, 
gustation, 1116 
gypsy moth, 1116 
styloconic, 1116 
ultrastructure, 1116 
sexual dimorphism, 
caste, 1091 
development, 1091 
Macrotermes carbonarius, 1091 
Macrotermes gilvus, 1091 
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short-winged mold beetles, 
Euplectitae, 406 
Pselaphinae, 406 
rove beetles, 406 
Staphylinidae, 406 
sister species, 
cryptic species, 367 
Gryllus, 367 
introduced species, 367 
social spider mites, 
biodiversity, 360 
reproductive isolation, 360 
Tetranychidae, 360 
soldier, 
Incisitermes, 759 
Taiwan, 759 
taxonomy, 759 
winged imago, 759 
Solenopsis, 
fire ant, 937 
parasitoid, 937 
phorid, 937 
Pseudacteon, 937 
song species, 
cryptic species, 747 
mating signal, 747 
substrate vibration, 747 
systematics, 747 
south Florida, 
development, 467 
growth rate, 467 
hatching size, 467 
interpopulation variation, 467 
soybean aphid, 
Binodoxys communis, 925 
Binodoxys koreanus, 925 
cryptic species, 925 
parasitoids, 925 
species richness, 
biogeography, 261 
elevation, 261 
Grand Canyon, 261 
Odonata, 261 
sperm energy source, 
alates, 889 
oocyte, 889 
reproduction, 889 
spermatheca, 889 
spermatheca, 
alates, 889 
oocyte, 889 
reproduction, 889 
sperm energy source, 889 
spermatophore color, 
male feeding, 629 
polygyny, 629 
spermatophore weight, 629 
tobacco budworm, 629 
spermatophore weight, 
male feeding, 629 
polygyny, 629 
spermatophore color, 629 
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tobacco budworm, 629 
spruce budworm, 
Choristoneura fumiferana, 717 
condensed tannins, 717 
hydrolysable tannins, 717 
insect herbivore, 717 
squash bee, 
cucurbit domestication, 60 
ethnobiology, 60 
geometric morphometrics, 60 
range expansion, 60 
Stagmomantis, 
Mantidae, 842 
Masiphya, 842 
parasite, 842 
Tachinidae, 842 
Staphylinidae, 189, 406 
12s, 189 
16s, 189 
Aleocharinae, 189 
Euplectitae, 406 
Pselaphinae, 406 
rove beetles, 189, 406 
short-winged mold beetles, 
406 
starvation, 
midgut, 119 
ultrastructure, 119 
zoophytophagous, 119 
sterile insect technique, 
reproduction, 85 
symbiosis, 85 
stick insects, 
life history, 1099 
phasmids, 1099 
regeneration, 1099 
trade-offs, 1099 


sticky UV-light-pheromone trap, 


active galleries, 809 
mass trapping, 809 
olive yield, 809 
sticky UV-light-pheromone 
trap, 809 

Zeuzera pyrina, 809 

stigma, 
morphology, 556 
oviposition, 556 
style, 556 

Stigmaeidae, 
Phytoseiidae, 617 
predacious mites, 617 
satsuma mandarin, 617 
Typhlodromalus peregrinus, 

617 

stigmergy, 
excavation, 158 
idiothetic, 158 
path integration, 158 
tunnel, 158 

stingless bees, 
behavior, 137 
gland plasticity, 137 


life stages, 137 
propolis, 137 
style, 
morphology, 556 
oviposition, 556 
stigma, 556 
stylet penetration, 
electrical penetration graph, 
847 
Homalodisca spp., 847 
Pierce’s disease, 847 
probing, 847 
styloconic, 
gustation, 1116 
gypsy moth, 1116 
sensillum, 1116 
ultrastructure, 1116 
subspecies, 
Dendroctonus pseudotsugae, 
982 


mitochondrial DNA, 982 
Pseudotsuga, 982 
substrate vibration, 
cryptic species, 747 
mating signal, 747 
song species, 747 
systematics, 747 
subterranean termites, 868, 1077 
Asia, 1077 
Coptotermes, 1077 
DNA sequence, 868 
intraspecific variation, 868 
Missouri, 868 
mitochondrial DNA, 1077 
phylogenetics, 1077 
Reticulitermes, 868 
sugar assay, 
heliconiines, 1105 
Laparus, 1105 
nutritional ecology, 1105 
survey, 
polymerase chain reaction- 
restriction fragment 
length polymorphism, 
1029 
Reticulitermes, 1029 
16S rRNA, 1029 
termite, 1029 
survival, 
fecundity, 413 
fitness, 413 
longevity, 413 
secondary symbionts, 413 
symbiosis, 
reproduction, 85 
sterile insect technique, 85 
synonymy, 
Scolytinae, 597 
Scolytus abietis, 597 
Scolytus opacus, 597 
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systematics, 381, 567, 747, 766, 
998 

allozyme, 381 
Asteraceae, 998 
Capparaceae, 766 
Costa Rica, 766 
cryptic species, 747 
Diptera, 567 
larval morphology, 766 
mating signal, 747 
Meligethinae, 998 
mitochondrial DNA, 381 
morphology, 381 
Neobellieria, 567 
Nitidulidae, 998 
phytophagous insect, 381 
Pyraloidea, 766 
Sarcophaga, 567 
song species, 747 
substrate vibration, 747 
Tarchonantheae, 998 
Tolucamyia, 567 


T 
Tachinidae, 
Mantidae, 842 
Masiphya, 842 
parasite, 842 
Stagmomantis, 842 
Taiwan, 
Incisitermes, 759 
soldier, 759 
taxonomy, 759 
winged imago, 759 
Tarchonantheae, 
Asteraceae, 998 
Meligethinae, 998 
Nitidulidae, 998 
systematics, 998 
taxonomic revision, 48, 785 
Helota, 48 
Helotidae, 48, 785 
Metahelotella, 785 
new species, 785 
thibetana species group, 48 
taxonomy, 739, 759, 1062 
Acari, 1062 
Carabidae, 1062 
Cicadomorpha, 739 
drawing, 739 
Incisitermes, 759 
Machaerotinae, 739 
new species, 739 
Podapolipidae, 1062 
soldier, 759 
Taiwan, 759 
winged imago, 759 
temperature, 
color changes, 638 
development, 638 
Oebalus pugnax, 638 
rice stink bug eggs, 638 
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temperature thresholds, 
citrus, 835 
developmental time, 835 
Pezothrips kellyanus, 835 
thermal requirements, 835 
termite, 
polymerase chain reaction- 
restriction fragment 
length polymorphism, 
1029 
Reticulitermes, 1029 
16S rRNA, 1029 
survey, 1029 
testes, 
gonadal development, 303 
Nezara viridula, 303 
ovaries, 303 
reproductive systems, 303 
Tetramorium, 
behavior, 702 
Forelius, 702 
Monomorium, 702 
Pheidole, 702 
Tetranychidae, 
biodiversity, 360 
reproductive isolation, 360 
social spider mites, 360 
Tetranychus cinnabarinus, 
microsatellites, 674 
population genetic structure, 
674 
Tetranychus urticae, 674 
Tetranychus urticae, 
microsatellites, 674 
population genetic structure, 
674 
Tetranychus cinnabarinus, 674 
thermal requirements, 
citrus, 835 
developmental time, 835 
Pezothrips kellyanus, 835 
temperature thresholds, 835 
thibetana species group, 
Helota, 48 
Helotidae, 48 
taxonomic revision, 48 
Thyreocoridae, 
Corimelaena incognita, 1068 
descriptions, 1068 
laboratory rearing, 1068 
life history, 1068 
tiger beetles, 
Cicindela, 462 
flooding, 462 
hypoxia, 462 
immersion, 462 
tobacco budworm, 
male feeding, 629 
polygyny, 629 
spermatophore color, 629 
spermatophore weight, 629 
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Tolucamyia, 
Diptera, 567 
Neobellieria, 567 
Sarcophaga, 567 
systematics, 567 
trade-offs, 
life history, 1099 
phasmids, 1099 
regeneration, 1099 
stick insects, 1099 
trichomes, 
cotton, 196 
Creontiades signatus, 196 
okra-leaf, 196 
oviposition, 196 
Trichoplusia ni, 
amplified fragment length 
polymorphism, 151 
Bt resistance, 151 
genetic variation, 151 
population structure, 151 
trimethylpyrazine, 
dihydropyrazine, 560 
2,5-dimethylpyrazine, 560 
Trissolcus halyomorphae, 
biocontrol, 39 
egg parasitoid, 39 
Halyomorpha halys, 39 
new species, 39 
tunnel, 
excavation, 158 
idiothetic, 158 
path integration, 158 
stigmergy, 158 
tunnel architecture, 
Coptotermes formosanus, 333 
excavating behavior, 333 
mouthparts, 333 
tunnel excavation, 
Formosan subterranean 
termite, 906 
individual workload, 906 
Typhlodromalus peregrinus, 
Phytoseiidae, 617 
predacious mites, 617 
satsuma mandarin, 617 
Stigmaeidae, 617 


U 
ultrastructure, 119, 1116 

gustation, 1116 
gypsy moth, 1116 
midgut, 119 
sensillum, 1116 
starvation, 119 
styloconic, 1116 
zoophytophagous, 119 


Vv 


variability, 
biotypes, 1 
Ephedrus persicae, | 
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geometric morphometrics, | 


Ww 
Weibull distribution, 
codling moth, 233 
fertility, 233 
life table parameters, 233 
reproduction, 233 
weight, 
host behavior, 288 
immature development, 288 
longevity, 288 
morphology, 288 
wind, 
antipredator strategy, 517 
behavior, 517 
crypsis, 517 
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mantid, 517 
winged imago, 
Incisitermes, 759 
soldier, 759 
Taiwan, 759 
taxonomy, 759 
Xyelotomidae, 
China, 588 
Jiulongshan Formation, 588 
Middle Jurassic, 588 
new genera, 588 
Xylella fastidiosa, 
Auchenorrhyncha, 642 
development, 642 
life cycle, 642 
reproduction, 642 


Y 
Y-tube olfactometer, 
egg parasitoids, 1145 
infochemicals, 1145 
Prays oleae, 1145 


Z 
Zeuzera pyrina, 
active galleries, 809 
mass trapping, 809 
olive yield, 809 
sticky UV-light-pheromone 
trap, 809 
zoophytophagous, 
midgut, 119 
starvation, 119 
ultrastructure, 119 


